, 장 준 1, 4 , 김성규 1, 4 , 김희정 . In addition to stimulating cell proliferation, IGFs also suppress the cellular apoptotic pathways, thereby facilitating the cell growth 4, 5 . The IGFs' effects on the cell proliferation and the apoptosis are mediated via a specific cell-membrane receptor, insulin-like growth factor-I receptor (IGF-IR), which has been demonstrated to be involved in the cell transformation 6 and also exhibit the tyrosine kinase activity.
The interactions between IGFs and IGF-IR are regulated by six IGF-binding proteins (IGFBPs) 
Materials and Methods

Study Population and Samples
We used the genomic DNAs from 104 patients who The matched control subjects included 82 male and 22 female participants with the mean age of 61.0 ± 9.6 years ( Table 1) . 
Statistical Analysis
Pearson's χ 
Results
Control Subjects' Characteristics and IGFBP-3
Genotypes
The age (mean ± SD) was 61.3 ± 9.9 years for the 82 males and 59.8 ± 8.7 for the 22 females. The smoking status (mean ± SD) was 29.7 ± 20.8 pack years for the male subjects and 0.5 ± 1.7 for the female subjects, respectively ( 21, 23 . However, the allelic frequencies of the Korean control subjects were comparable to those of Japanese male control subjects (A=0.75,
C=0.25; p=0.45)
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.
The personal medical histories including diabetes, ischemic heart disease, hypertension, liver disease, lung disease, and cerebrovascular accident were not affected by the genotype in the control subjects (data not shown).
NSCLC Subjects' Characteristics and IGFBP-3 Genotypes
The age (mean ± SD) was 61.0 ± 10.0 years for the 82 male patients and 59.9 ± 9.8 for the 22 female patients. The smoking status (mean ± SD) was 35.1 ± 22.5 pack years for the males and 6.1 ± 19.9 for the females, respectively ( Table 1 ). The frequencies of each polymorphic variation at the -202 locus in the NSCLC population were as follows: AA = 67 (64.4%), AC = 35 (33.7%), and CC = 2 (1.9%) ( Table   2 ). Significant differences in the allele frequency were apparent when the NSCLC patients (A=0.81,
C=0.19)
were compared with the gender-, age-, and smoking status-matched control subjects (A=0.68, (Table 4) .
C=0.32) (p<0.05).
A-202C Polymorphism of IGFBP-3 Gene and
Risk of NSCLC
Discussion
The reports based on the multiethnic population We were unable to prove that the tumor aggre ssiveness was associated with the IGFBP-3 gene . Therefore, further studies regarding the relationships between the IGF/IGFBP-3 levels, the cancer risk, and the factors mentioned above will be required in the future.
As the serum level of IGFBP-3 has also been implicated in hypertension, atherosclerosis 34 , heart remodeling after acute myocardiac infarction 
Method :
We attempted to ascertain whether A-202C poly morphic variation of IGFBP-3 gene constitutes a risk factor for non-small cell lung cancer (NSCLC), using PCR-restriction fragment length polymorphism (RFLP). Our study included 104 NSCLC patients and 104 age-, gender-, and smoking status-matched control subjects.
Result :
In the 104 NSCLC subjects, the genotypic freque ncies at the -202 site were as follows: AA = 67 (64.4%), AC = 35 (33.7%), and CC = 2 (1.9%). We did detect significant differences in the genotypic distribution between the NSCLC and the control subjects (p <0.05), and the NSCLC risk correlated significantly
with AA genotype at the -202 locus (AA>AC>CC).
Using CC genotype as a reference, the odds ratio (OR) for the subjects with AC genotype was 2.60 (95% CI: 0.89 -8.60), and the OR associated with AA genotype was 5.89 (95% CI: 1.92 -21.16).
Conclusion :
These results indicate that the dysregulation of IGF axis should now be considered as another important risk factor for NSCLC, and a potential target for novel antineoplastic therapies and/or preventative strategies in high-risk groups.
